Lipopolysaccharide (LPS) of B. pseudomallei, is a well-known virulence factor that confers 53 serum resistance and helps in evading host immune defenses during the early stages of infection.
54
In this context, LPS is gaining recognition as a potential candidate for vaccine and diagnostic 55 assay development [1, 2] . Three genotypes of LPS namely A, B and B2 were reported previously 56 with variations in their geographic distribution and ability to induce immune responses in animal 57 models [3] . Burkholderia intracellular motility (BimA) and filamentous hemagglutinin gene (fha 58 B3) were reported previously as the significant variable virulence factors based on their 59 geographic distribution and associations with clinical presentations [4] .
60
Amidst the ambiguity of its true incidence, melioidosis is gaining importance as an emerging pseudomallei using multi-locus sequence typing(MLST) were previously reported from the 64 south-western coastal part of India [11] .This geographic region might presumably be one of the 65 endemic hotspots of melioidosis in India reporting several cases [6, 7, 10] renal dysfunction (27, 13.5%) were the common co-morbid illnesses observed among the cases.
165
Three patients had malignancy, one patient was a known case of thalassemia and none of the previously among 100 % and 83% of the isolates from Thailand and Australia respectively.
275
Further, presence of fhaB3 gene was reported in all the B. pseudomallei isolates obtained from
276
Thai patients with bacteremic form of the disease and absence of fhaB3 gene was reported to
277
have a significant association with cutaneous melioidosis among Australian patients [4] .
278
The epidemiology of melioidosis is characterized by environmental factors where rainfall plays a influence of factors other than rainfall and humidity, which needs further investigations.
296
Among the co-morbid illnesses observed in the present study population, renal dysfunction was 297 found to be an independent risk factor for septicemic and bacteremic forms of the disease.
298
Diabetes mellitus (DM) was found to be an independent risk factor for mortality due to 299 melioidosis in our settings. Strong association of DM with mortality was not surprising since 300 62% of the 169 patients with severe form of the disease were diabetic in our study cohort.
301
Diabetes mellitus was reported as a risk factor for bacteremic form of the disease in patients from shows an increase in LPS-B genotype with trend, seasonality and the residual component.
440
There is a lag period between the peak humidity and LPS-B genotypes.
